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ABSTRACT

Background: Eravacycline (ERV) is a novel, fully synthetic fluorocycline antibiotic of
the tetracycline class with broad-spectrum activity being developed for the treatment
of serious infections, including those caused by multidrug-resistant (MDR)
pathogens. The activity of this synthetic fluorocycline was compared to a variety of
comparators including meropenem (MER) and piperacillin-tazobactam (PTZ) against
Gram-negative and Gram-positive pathogens causing infections in Canadian
hospitals.

Methods: From January 2014 - October 2015, inclusive, 13 sentinel hospitals
submitted pathogens from patients attending hospital clinics, emergency rooms,
medical and surgical wards, and intensive care units as part of an ongoing national
surveillance program in Canadian hospitals. 6,380 total isolates were collected for
2014 and 2015. Susceptibility testing was performed using CLSI broth microdilution
methods.

Results: The activity (ug/mL) of ERV, MER and PTZ against select pathogens is
described below:

Organism (# isolates) ERV MER PTZ
MICs50/MICgg MICs0/MICg MICs50/MICq

S. agalactiae (115) 0.03/0.06 <0.06/<0.06 <1/=1

S.pneumoniae (282) 0.008/0.015 <0.06/<0.06 <1/<1

S. pyogenes (86) 0.015/0.03 <0.06/=0.06 <1/<1

SPN - PenR (10) 0.008/0.015 0.5/1 4/4

MSSA (1222) 0.06/0.12 0.12/0.25 <1/<1

MRSA? (301) 0.06/0.12 4/32 32/128

CA-MRSA (115) 0.06/0.12 2/8 16/64

HA-MRSA (161) 0.06/0.25 16/32 64/128

S. epidermidis (130) 0.06/0.25 0.5/16 <1/16

E. faecalis (204) 0.06/0.12 4/8 4/4

E. faecium (85) 0.03/0.06 >32/>32 >512/>512

VRE (17) 0.03/0.12 >32/>32 >512/>512

C. freundii (19) 0.25/2 <0.03/=<0.03 2/64

E. aerogenes (33) 0.25/0.5 <0.03/0.06 4/32

E. cloacae (175) 0.5/1 <0.03/0.12 2/64

E. coli (1179) 0.12/0.5 <0.03/=0.03 <1/4

E. coli-ESBL (141) 0.25/0.5 <0.03/=0.03 2/16

K. oxytoca (88) 0.25/0.5 <0.03/=0.03 <1/128

K. pneumoniae (380) 0.25/0.5 <0.03/<0.03 2/8

M. morganii (20) 1/2 0.06/0.12 <1/<1

P. mirabilis (91) 1/2 0.06/0.12 <1/<1

S. marcescens (83) 1/2 0.06/0.06 <1/4

A. baumannii (28) 0.06/ 0.5 0.25/1 <1/16

H. influenzae (250) 0.12/0.25 0.5/8 4/64

P. aeruginosa (707) 8/16 0.5/8 4/64

S. maltophilia (118) 1/4 >32/>32 256/>512

MSSA-methicillin-susceptible Staphylococcus aureus, MR-methicillin resistant, VRE-vancomycin-resistant

enterococci, SPN-Streptococcus pneumoniae, ESBL-extended spectrum beta lactamase producing.

*Based upon oxacillin susceptibility.

Conclusions:
pathogens from Canadian hospitals
Enterobacteriaceae and A. baumannii.

Eravacycline displayed broad-spectrum activity against recent
including MRSA, VRE, ESBL-producing

INTRODUCTION

Eravacycline is a synthetic, broad-spectrum intravenous and oral fluorocycline
antibiotic for the treatment of multidrug-resistant infections [1]. It has completed
enrollment in Phase 3 clinical trials for the treatment of complicated urinary tract
infections (cUTI) and complicated intra-abdominal infections (clAl) [1,2]. The activity
of eravacycline was compared to comparators, including meropenem (MER) and
piperacillin-tazobactam (PTZ) against Gram-negative and Gram-positive pathogens
causing infections in Canadian hospitals.

PURPOSE

To determine the in vitro activity of eravacycline along with comparators versus
Gram-negative and Gram-positive pathogens isolated from patients in Canadian
hospitals from January 2014 to October 2015.
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MATERIALS & METHODS

Study Background and Bacterial Isolates

The isolates tested in this study were obtained from January 2014 to October 2015,
inclusive, from an ongoing cross-Canada surveillance study (CANWARD; www.can-
r.ca) organized by the investigators [3]. The goal of the CANWARD study was to
assess pathogens and antimicrobial resistance patterns associated with lower
respiratory tract, skin/skin structure, urinary, and bacteremic infections in Canadian
patients on medical wards, surgical wards, intensive care units, and presenting to
emergency rooms and hospital clinics [3]. In CANWARD 2014 and 2015, 13 sentinel
hospital sites in Canada were recruited. These centres were in major population
centres in 8 of the 10 provinces in Canada. These sites were geographically
distributed in a population based fashion: (British Columbia [1 site], Alberta [1 site],
Saskatchewan [1 site], Manitoba [1 site], Ontario [4 sites in 2014, 3 sites in 2015],
Quebec [3 sites in 2014, 4 sites in 2015], Maritimes [2 sites]).

All isolates of MRSA were typed using staphylococcal protein A (spa) typing to
assess whether the isolates were community-associated or healthcare-associated
[3]. Isolates with a spa type associated with CMRSA7 or CMRSA10 were
considered CA-MRSA. Isolates with a spa type associated with CMRSA1, CMRSA2,
CMRSA4, CMRSA5, CMRSA3/6, CMRSA8 or CMRSA9 were considered HA-MRSA

[3].

Potential E. coli or Klebsiella spp. ESBL-producers were identified as isolates with a
ceftriaxone and/or ceftazidime MIC of 1 pg/mL or greater and confirmed using the
CLSI double disk diffusion method, as previously described [3].

Antimicrobial Susceptibility Testing Methodology

Isolates were tested for antimicrobial susceptibilities using in-house prepared
(Department of Clinical Microbiology, Health Sciences Centre, Winnipeg, Canada)
96-well broth microdilution panels according to CLSI (2015) guidelines [3,4]. The
antimicrobial agents tested were obtained as laboratory grade powders from their
respective manufacturers.

Stock solutions were prepared and dilutions made, as described by the CLSI [4] in
cation-adjusted Mueller-Hinton broth (MHB). Following 2 subcultures from frozen
stock, the MICs of the antimicrobial agents for the isolates were determined by the
CLSI broth microdilution method. Colony counts were performed periodically to
confirm inocula. Quality control was performed using ATCC organisms including: S.
aureus ATCC 29213, E. faecalis ATCC 29212, E. coli ATCC 25922, and P.
aeruginosa ATCC 27853.

CONCLUSIONS

» Eravacycline demonstrated in vitro activity versus Gram-negative bacilli.

» Eravacycline demonstrated potent in vitro activity against Enterobacteriaceae
including ESBL-producing E. coli and K. pneumoniae and its activity was
unaffected by the presence of ESBL phenotype.

+ Compared to tigecycline, eravacycline was 4 fold more active versus P. mirabilis
and 4 fold more active versus Acinetobacter baumannii.

+ Eravacycline demonstrated potent in vitro activity against Stenotrophomonas
maltophilia.

» Eravacycline was the most potent agent versus Gram-positive cocci.

* Eravacycline demonstrated potent in vitro activity against MSSA and MRSA,
including both CA-MRSA and HA-MRSA.

« Eravacycline demonstrated potent in vitro activity against all streptococci.

* Eravacycline demonstrated potent in vitro activity against E. faecalis and
E. faecium, including VRE.
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Table 2. In vitro activities of eravacycline and comparators versus Gram-positive cocci

6,380 clinical isolates were collected for CANWARD 2014 and 2015. Organism (no. tested)/ MIC (ug/mL) Organism (no. tested)/ MIC (ug/mL)
« 2546 (39.9%) were from blood, 2554 (40.0%) from respiratory sources, 646 (10.1%) were from urine, and 634 (10.0%) @ntimicrobial agent 20 BN Range %S %I %R | |antimicrobial agent 50% 90% Range %S %l %R
were from woun dS Staphylococcus aureus MSSA (1222) Enterococcus faecium (85)
9 . . . . . . 0 Eravacycline 0.06 0.12 <0.015-0.5 NA* NA  NA Eravacycline 0.03 006 <0015-0.12 NA* NA NA
+ 3513 (55.1%) collected from male patients; 2866 (44.9%) female patients (1 isolate unknown: 0.02%) Ceftazidime 16 16 2->32 NA NA NA Cettasidime o o3 6.3  NA  NA  NA
« 887 (13.9%) from patients < 17 years of age, 2694 (42.2%) 18-64 years, and 2798 (43.9%) = 65 years (1 isolate unknown: Meropenem 0.12 025~ <003-16  NA ~ NA  NA S EEETE 532 532 1->32 NA NA NA
0 Piperacillin-Tazobactam <1 <1 <1-4 NA NA NA . -
0.02 A)) Ceftriaxone P ) A A A NA Piperacillin-Tazobactam >512 >512 2->512 NA NA NA
3 ; g 3 ) : i Ceftri > 64 > 64 0.5->64 NA NA NA
+ 2098 (32.9%) were from patients on medical wards, 1447 (22.7%) from emergency rooms, 1151 (18.0%) from intensive Ciprofloxacin 05 2 <006->16 874 29 97 C;fg:zz;‘;n e e 0516 5o 12 ons
o o 5= o - - b ol o o o
care units, 1203 (18.9%) from hospital clinics, and 481 (7.5%) from surgical wards EBTE T 2 25 SOBed SR Tigecycline® i e S R P
. .. . . . . Staphylococcus aureus MRSA (301) . - - .
+ 5,644 Gram-negative and Gram-positive pathogens were tested with eravacycline and the results are listed below: Eravacycline 05 012 <0015-1 NA® NA NA | |[VREGAD )
. — g - S en N Eravacycline 0.03 0.12 0.03-012 NA* NA NA
Table 1. In vit tiviti ; i q - G tive bacilli Meropenem 4 32 025->32 NA NA NA SRS 2En FEZ mEZozEz oA MR DA
able 1. In vitro activities of eravacycline and comparators versus Gram-negative bacilli Piperagillin-Tazobactam 2 18 <1.256 NA  NA  NA Meropenem >3 >3  >32->32 NA NA NA
Organism (no. tested)/ MIC (ug/mL) Organism (no. tested)/ MIC (ug/mL) Ceftriaxone > 64 > 64 8->64 NA NA NA Piperacillin-Tazobactam >512 >512 >512->512 NA NA NA
antimicrobial agent 50% 90% Range %S %l %R antimicrobial agent 50% 90% Range %S %l %R Ciprofloxacin 16 > 16 <0.06->16 239 07 754 Ceftriaxone > 64 > 64 >64->64 NA NA NA
ichia coli i ine® <0.03 - . i i -
Escherichia coli ALL (1179) Stenotrophomonas maltophilia (118) o EQR?XC(IIITS) 0.12 0.25 003-1 9.7 ?lproflorambn ; 12 ; ig g ig ; 12 NA NA T\lo,g
; ; a P igecycline . b 12 -0.
Eravacycline 0.12 0.5 0.03-2 NA NA NA Eravacycline 1 4 0.95 - 16 NA NA NA ) . o
idi B Eravacycline 0.06 0.12 <0.015-0.12 NA NA  NA Streptococcus agalactiae (115)
Ceftazidime =025 4 =025->32 916 16 638 Ceftazidime >32 >32 2->32 237 51 712
Meropenem <0.03 <0.03 <0.03-05 100 ’ ’ ’ Ceftazidime > 32 > 32 16 - > 32 NA NA NA Eravacycline 0.03 0.06 <0.004 -0.06 NA? NA NA
- - - ' Meropenem >32 >32 1->32 NA NA NA
Piperacillin-Tazobactam <1 4 <1->512 976 1.1 1.3 ] T Meropenem 2 8 0.25-32 NA NA NA Meropenem =0.06 <006 <0.06-012 100
) Piperacillin-Tazobactam 256 > 512 8->512 NA NA NA Piperacillin-Tazobactam 16 64 2256 NA NA NA Piperacillin-Tazobactam <1 <1 <1-<1 NA NA NA
Ceftriaxone <0.25 32 <0.25->64 874 03 12.3 Ceftriaxone > 64 > 64 2. >64 NA NA NA Ceftr - - 34 05 o 54 A A A
eftriaxone = i -
Ciprofloxacin <006  >16 <006->16 745 02 254 S A 1% 05.516  NA  NA  NA Ciprofioxacin 6 o <006.516 261 17 7o9 g_eﬂ”:l‘x"“e_ S(‘)“Z < 01'12 < g.;z < 2'612 LO/S “
Tigecycline® 0.25 05 012-4 998 02 Tigecycline® 1 4 025-16 NA NA NA Tigecycline® 0.12 025  <003-025 100 . Ao N >
Escherichia coli ESBL pos (141) Igecyciine 49 - igecycline - - =U.05-0. Tigecycline 0.06 0.12 0.03-0.12 100
Eravacyclin " 0.25 0.5 0.06 -1 NA?  NA NA Proteus mirablis (51) HA-MRSA (16.1 ) . Streptococcus pneumoniae (282)

SRl : ' 0T Eravacycline 1 2 05-4 NA* NA  NA Eravacycline 0.06 025 =0.015-1  NA® NA  NA Eravacycline 0008 0015 <0004-0.12 NA® NA NA
Szl = & i GO Ceftazidime <025 <025 <025-16 978 11 1.1 Ceftazidime >32 >32 16->32  NA NA NA M 005 S008  S0iiel e BY i8
Meropenem <003 <003 <003-05 100 M 0.06 i CGees Meropenem 16 32 05->32 NA NA NA eropenem =0 =0 =050 ' : :

) . clopencm : : SELY =0 . - Piperacillin-Tazobactam <1 <1 <1-4 NA NA NA
Piperacillin-Tazobactam 2 16 <1->512 922 35 43 R R <1 <1 <012-2 100 Piperacillin-Tazobactam 64 128 2-256 NA NA NA Ceftri <0.12 0.25 <042-1 100
el 28 2 e Up-2ed A5 A4 B Ceftriaxone <025 <025 <025->64 967 11 22 Ceftriaxone > 64 > 64 8->64 NA - NA- NA c-e HZX e I 5 <006-8 NA NA  NA
Ciprofloxacin >16  >16  <006->16 16.3 83.7 I PR PO Ciprofloxacin >16  >16  025->16 124 87.6 protorach o

p - : ) Ciprofloxacin <0.06 0.25 <0.06 - 16 934 22 4.4 Tigecvcline® 0.25 0.5 0.06 - 1 05.7 Tigecycline® 0.03 0.03 <0.015-0.12 99.6

Tigecycline® 0.25 05 012-1 100 Tigecycling® P 5 0 TE B A gecy — ' : ' ' _

Escherichia coli ESBL neg (1037) gecy : - : Staphylococcus epidermidis (130) Streptococcus pneumoniae PenR (10)

Acinetobacter baumannii (28) Eravacycline 0.06 0.25 <0015-1 NA* NA NA

Eravacycline 0.12 0.25 0.03-2 NA? NA NA Eravacycline 0.06 0.5 003-1 NAZ NA NA Ceftazi(;/ime 16 >3 1-532 NA NA NA Eravacycline 0.008 0.015 <0.004-0.015 NA* NA NA
Ceftazidime Sit2s 05  s025->32 087 04 09 Ceftazidime 8 16 2->32 87 107 36 Meropenem 05 16 <003->32 NA NA NA Meropenem 0.5 1 05-1 60 40
Meropenem <0.03 <0.03 =0.03-0.12 100 Meropenem 0.25 1 0.25-2 100 Piperacillin-Tazobactam <1 16 <1-64 NA NA NA Piperacillin-Tazobactam 4 4 2-4 NA NA NA
Piperacillin-Tazobactam <1 4 <1->512 984 0.8 0.9 Piperacillin-Tazobactam <1 16 <1-64 929 71 Ceftriaxone 4 > 64 <025->64 NA NA NA Ceftriaxone 1 1 05-1 100
Ceftriaxone <0.25 <0.25 <0.25->64 986 0.2 1.2 Ceftriaxone 8 32 4->64 50 464 3.6 Ciprofloxacin 0.25 > 16 <006->16 59.2 40.8 Ciprofloxacin 2 2 1-4 90 10
Ciprofloxacin <0.06 > 16 <0.06->16 824 02 174 Ciprofloxacin 025 025 <006-1 100 Tigecycline® 0.12 0.25 <0.03-1 NA NA NA Tigecycline” 0.03 0.03 =0.015-0.03 100
Tigecycline® 0.25 0.5 0.12-4 99.8 0.2 Tigecycline® 0.5 2 012-4 NA NA NA Enterococcus faecalis (204) Streptococcus pyogenes (86)

Klebsiella pneumoniae ALL (380) Enterobacter acrogenes (33) Eravacycline 0.06 012 <0015-012 NA® NA NA Eravacycline 0.015 003  =0.004-0.06 NA* NA NA
Eravacycline 0.25 0.5 0.06 - 8 NA® NA NA Eeveseie 0.25 05 0125-1  NA® NA  NA Ceftazidime >32 >32 16 -> 32 NA NA NA Meropenem <0.06 <006 <0.06-<0.06 100
Ceftazidime <025 1 £025->32 945 11 45 Ceftazidime 05 >32  <£025->32 75.8 24.2 SIS & e 2= 1 e Piperacillin-Tazobactam <1 <1 <1-<1 NA NA NA
Meropenem <003 <003  <003-16 992 08 Meropenem <0.03 006  <0.03-025 100 Piperacillin-Tazobactam 4 4 s1->512 NA -~ NA  NA Ceftriaxone <012 <012 <012-<012 100
Piperacillin-Tazobactam 2 8 <1->512 971 11 1.8 B e 4 32 <1-64 818 182 Ceftriaxone > 64 > 64 1->64 NA  NA  NA oo e 1 Di1e% NA  NA NA
Ceftriaxone <025 <025 <025->64 0937 6.3 : Clprel wEe 1 2le Gzperds @y By 2 P ' '

) . Ceftriaxone <0.25 64 <025->64 75.8 24.2 Tigecyclineb 0.12 0.25 <003-1 99.5 Tigecyclineh 0.03 0.06 <0.015-0.12 100
Ciprofloxacin <0.06 0.5 <0.06->16 92.9 13 5.8 Ciprofloxacin <0.06 0.25 <0.06-2 97 3
Tigecycline® 05 1 0.12-16 955 4.2 0.3 . - ’ ) ) CA-MRSA — community associated MRSA; HA-MRSA — healthcare associated MRSA; VRE - vancomycin resistant enterococcus.

. . . . . Tigecycline 0.5 1 025-1 100 a NA — not applicable. P Interpretive breakpoints defined by FDA (tigecycline) where applicable.

Klebsiella pneumoniae ESBL pos (21) Citrobacter freundii (19)

Eravacycline 05 2 025-2  NA® NA NA Eravacyclinic 0.25 z Biz=2 M MR DR Table 3. Distribution of eravacycline MICs versus Gram-negative organisms

o Ceftazidi 0.5 >32  £025->32 737 26.3 R E R E

Ceftazidime 32 >32 1->32 19 143 667 erazicime Number of isolates for which the eravacycline MIC (pg/mL) was: E F N C E S

Meropenem <003 025  <003-16 905 9.5 279 R S =00E Slmp-0ks Organism agent  <0.015 003 006 012 025 05 1 2 4 8 16 32 264

Piperacillin-Tazobactam 16 > 512 2->512 619 95 286 Piperacillin-Tazobactam 2 64 £1-512 842 105 53 | [E coliALL 2 172 459 401 133 10 2

Ceftriaxone 64 >64 <025->64 48 95.2 Ceftriaxone 20 o S02s-6d TR 26.3 | |E. coli ESBL pos 13 3 52 43 3 1. Zhanel GG, Cheung D, Adam H, Zelenitsky S,

Ciprofioxacin 4 >16  <006->16 238 143 619 Ciprofloxacin <006 >16  <0.06->16 842 158 (gl collESBL neg 2 19 4z 49 89 7 2 Golden A, Schweizer F, Gorityala B, Lagace-Wiens

' Y ) Tigecycline® 05 2 0.25-4 94.7 5.3 K. pneumoniae ALL 4 15 195 129 23 8 5 1 .

Tigecycline 0.5 2 05-4 905 95 g % TmEHES ESEL 5 11 2 3 PR, Walkty A, Gin AS, Hoban DJ and Karlowsky JA.
Enterobacter cloacae (175) E. cloacae 1 10 69 63 22 4 4 2 R Rrey=yo ;

_ ] . EeveayEliie 1 ) 012-2 NA® NA NA Review of eravacycline: A novel fluorocycline
SEREIC 05 ! 006-8 ~ NAT A NA - E. aefogenes SR antibacterial agents. Drugs 2016 Apr;76(5):567-88
Ceftazidime o I el Ceftazidime <0.25 8 <025-16 8 10 5 S. marcescens 11 51 18 2 1 . g . g pr; : 2l
Meropenem <003 012  <003-4 989 06 06 Meropenem 0.06 012  <003-012 100 K. oxytoca 6 28 45 7 2 2. Solomkin JS, Ramesh MK, Cesnauskas G, Novikovs
piperacillin-Tazobactam > 64 <1-956 851 86 63 Piperacillin-Tazobactam <1 <1 <1-2 100 ﬁ m.altz.pl).hllla 10 335 4512 ;3 Z 4 1 N, Stefanova P, Sutcliffe JA, Wa|po|e SM, Horn PT.
Ceftriaxone <025  >64 <025->64 709 4 251 Geftiaxane =025 <025 <025-2 95 5 0 PLHENE s 15 4 2 s Phase 2, randomized, double-blind study of the

' : Ciprofloxacin <0.06 >16  <006->16 85 15 o ETETEIIL ; ;

Ciprofloxacin <0.06 0.12 <0.06->16 949 17 3.4 _ N C. freundii 2 10 3 2 2 efficacy and safety of two dose regimens of
Tigecycline® 0.5 1 012:8 943 29 29 | T'ge?_’lc"”?ﬂ 50 ! 2 012-4 9 5 M. Morganii 1 1 3 10 5 eravacycline versus ertapenem for adult community-
Serratia marcescens (83) aemophilus influenzae H. Influenzae 10° 36 139 65 . . . ) . . .
Eravacycline 1 2 05-8 NA* NA NA el D 025 S0Ls-025 B MA (A a Lowest dilution tested acq.UIr.ed complicated _intra-abdominal  infections.
o Ceftazidime 012 025 <003-2 100 Antimicrob Agents Chemother. 2014;58(4):1847-54.
Ceftazidime <0.25 1 <0.25-2 100 .
Meropenem 0.06 0.06 <003.8 988 0 12 Meropenem <006 012  <006-025 100 S _ N . 3. Zhanel GG, Adam HJ, Baxter MR, Fuller J, Nichol
I —— < ) 1.3 ess 1o Piperacillin-Tazobactam <1 <1 <1-2 992 0og | Table4. Distribution of eravacycline MICs versus Gram-positive organisms KA, Denisuik AJ, Lagace-Wiens PR, Walkty A,
Ceftriaxone <025 05 <025-4 93.8 1.2 Ceftriaxone <0.06 <0.06 <0.06 -2 100 . Number of isolates for which the eravacycline MIC (ug/mL) was: Karlowsky JA, Schweizer |:’ Hoban DJ and the
. . . . Organism agent <0.015 0.03 0.06 0.12 0.25 0.5 1 2 4 8 16 32 264 . qt . c .
Ciprofloxacin <0.06 05 <006-1 100 Ciprofloxacin <0015 <0015 <0015->05 100 S, aurens MSSA 2 9 2 e T & Canadian Antimicrobial Resistance Alliance (CARA).
Tigecycline® 1 2 1-4 9% 6 Tigecycline® 0.25 05 <0.03-1 62 38 S. aureus MRSA 3 58 137 73 16 8 6 Antimicrobial Susceptibility of 22,746 Pathogens
Klebsiella oxytoca (88) Pseudomonas aeruginosa (707) Eﬁ'm:ﬁ ; 33 23 gz 5 s 6 from Canadian Hospitals: Results of the CANWARD
Eravacycline 0.25 0.5 0.06 -1 NA NA NA Eravacycline 8 16 0.06 - >16 NA NA NA S. epidermidis ” - o4 4 = 4 1 2007-2011 Study. Journal of Antimicrobial
Ceftazidime £0.25 0.5 £025-32 977 11 11 Ceftazidime 2 16 <025->32 816 86 98 ' ) ) )
Meropenem <0.03 <0.03 <0.03-05 100 Meropenem 0.5 8 £0.03->32 75 9 16 E ;::i:lri ii ;g 22 2: 4 gll.]e.molthergpl)_/ 2bOlB£68(SSu tpp| dl).d7-2l2. titute (CLSI
Piperacillin-Tazobactam <1 128 <1->512 875 23 102 Piperacillin-Tazobactam 4 64 <1-512 844 85 7.1 VRE 2 8 4 3 ' gz & 2l Ora ey a_n _ar S. EEE ( . )
Ceftriaxone <0.25 2 <0.25-64 886 34 8 Ceftriaxone 16 >64 <025->64 NA NA NA | [S.agalactiae 24 64 27 Methods for Dilution Antimicrobial Susceptibility
Ciprofloxacin <006 <006 <006-05 100 Ciprofloxacin 0.25 4 <006->16 76.8 83 149 | |[S-Pneumoniae 2716 5 1 Tests for Bacteria that Grow Aerobically — Ninth
Tigecycline® 0.25 0.5 012-4 989 11 Tigecycline” 16 >16 025->16 NA NA NA : E;i;;"e’zae R ég w1 Edition: Approved Standard M07-A10. Wayne, PA:

a NA — not applicable.

b Interpretive breakpoints defined by FDA (tigecycline) where applicable

CLSI;

2015.
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